Gene name Forward Primer (5'-3')
Reverse Primer (5' -3')
FcZEP

TTCGTGACTGATTTGCGAAG TTGTGCAACAGTCGGAGAAG
FcNCED1
ATTGCCGAATCTGAGCAAGT TCTTCTTCCGAACACGATCC
FcNCED2
TACATCATGGCCTTCGTTCA TGCCTGAAAAGCCAAATCTT
FcNCED3
AGGAGGATGTATGGCACAGG ACTTCGGCCACAATCTCAAG
FcABA2
TATGTTCAACAACGCCGGTA TAAGCATGGGAGCCTACACC
FcABA8OX
GAGAGCTTGAGGATGGCAAG TGCCAAATGGCATGAAAGTA
FcSAM2
ACCTCGACGAGAAAACCATCT CACCTTAGTTGGGTCCTTTCC
FcSAM3
CCCAAGTAACGGTCGAGTACA GGGATCACAGGCTTAATGACA
FcACS2
ACGCAGGATTGTTCTTCTGG GACGGTCTCTTGGTCCATGT
FcACS4
TTCTTGTCACTGCACCGAAC AGCGACCGAGTTCTCGAATA
FcACOL
GAGCAGGAAACCAAAGTGGT CCTTCATGGCTTCAAACCTAG
FcACO2
TGCCAAACGCCATAGTGATA CTTGCCTTATCCTCCACCAA
FcMADS1
GCAGAACGATTGGAAGAACTG GGTCCATGACAAGAGCAGAAT
FcMADS2
GGAACTGGACCGTGGAGTATT GCATTGCCTTCTCCTTCTTCT
FcMADS3
GATGACGAGAAAGCTGAAGGAG TGTAGTAGGCCGAGTTTGAGTTC
FcMADS4
GGCATATGAAGGGAGAAGACC CTACATCGACTACAATTGCTCCTG
FcMADS5
CGAATGTAGTGGACCCTTGAA AAGTTGCTGAGCTGCTGAAAG
FcMADS6
TGCTCAGATTCCACTTCGATT CAACATTCATCCCATCTGGAC
FcMADS7
AGCGCGTTATGAATCCCTACTA CCTTTGTTTCAGGGTCCTATTG
FcMADS8
TCTTCGTAGGAAGGAAGAATCG TGCAGAATTAACGCTGTAGCC
FcMADS9
AAGAACTGAAGCAGCTGGAGAC CCTGTATTGCATTGAGCTCTGA
FcMADS10
TGGGACCTCTAAGTACAAAGGAAC GTACGGCATAGTTTGCTGATGA
FcMADS11
GGAACAACAGTTGGAAAGGAGT GTTTGGTGGTAAGGTTTCTCTCC
FcMADS12
ACAGAGAAGCAAGCAAGAAAGG CCTCCAAGCAATCTGATAAACC
FcMADS13
CAAGGCATTAGAGGAGCAAAAC GTCGCTTCATCTACTCCATCACT
FcMADS14
CGTCGCTCTTCTTGTCTTCTCTA CAGTGTGTGTCAGTAAAGTTGCAC
FcMADS15
GGCGAGTGTTTGAATGGTTT GACCCTCAACTAACCCGTAGTCT
FcNAC1
ACTTCTAGGCCTTGTCCTGTCTC CCTGACACAGTTGCTCTATTCG
FcNAC2
GAGGACAAACAGAGCAACAGAAG GGGGAGATTATGGATGGAGAA
FcNAC3
AGGGTAGCCTAGAGAAGAACTACCA CTCCATTTGGGTTGACTCTCA
FcNAC4
AGGACCTTGACTACTTTGACGTG CTGAAGAGGAAGCCTCATTGTT Table S1 . Primers used for high-throughput real-time qPCR.
Gene name
Forward Primer (5'-3') Reverse Primer (5' -3')
FcNAC5
ACGTTTGGTGAGAAAGAGTGGT GGAGGTCTTCCCTTGTAGAAAAC
FcNAC6
ATCCCAAACAGCTCTTTCTACG CGGTGTCTTGAGAGAGACTAACC
FcNAC7
GGATGAAGAGCTTGTAGGGTTCTA GCTGTTCTTGTACTTTCTCCCTCT
FcNAC8
GAAGAGCTCGTCGTTCACTACC CCCCATTCGGATACTTCCTATC
FcNAC9
TGATCATACCTTCCCTAACCAGAG GGATTTGGATCTAGTGCTACACG
FcNAC10
GCAAGCTGAGCTAGGATCTTCTTA CCACCACTAGAGGCCAGATTATT
FcEIL1
GGAGGGTCCAACCTATGGAT GTGATGGCTGAGGCAGTGTA (Rosianski et al., 2016a) amino acid sequence and SlNCED1 protein (NCBI accession number NP_001234455.1). Black highlighted amino acid -identical residues; gray highlighted -similar residues. Alignment was performed by MUSCLE program using default parameters (http://www.ebi.ac.uk/Tools/msa/muscle) (Edgar, 2004 Fig. S10 . Expression of ethylene-biosynthesis genes in the petiole of fig fruits at different developmental stages during ripening. Green -petioles from green/unripe fruit just before the start of ethylene production; 10-20%, 60% and 100% -petioles from fruit covered by the respective percentages of purple color. Each sample is composed of petioles of nine fruit and values represent means of three biological replications ± SE.
